Supplementary Figure 4:
Analysis of CNVs at miR-99a/let-7c/miR-125b locus in LS and SS patients. - The status of 21q21.1 locus was assessed by ddPCR normalizing the data with two reference genes (RBM11 and AP3B1). The scatter plots show the copy number of locus 21q21.1 and the Poisson distribution at 95% confidence interval in 17 LS (A) and 27 SS (B) patients. The data show normal diploid status (mean value=1.89) of miR-99a/let-7c/miR-125b locus in MPM population, except to two SS patients (28_VS_SS and 16_TS_SS) reporting values (1.19 and 1.20) linked to a loss of a copy at 21q21.1 locus. However, the normalization using only the gene targeting the own centromere (RBM11; 21), showed normal diploid ratio (2.35 and 1.97) leading to hypothesize an unbalance between the two chromosomes rather than a loss of a copy of the locus. The miR-99a/let-7c/miR-125b locus copy number was calculated as ratio between the concentration (copies/μl) of the 21q21.1 locus and the mean concentration value of RBM11 and AP3B1, multiplied by 2. Each data was obtained by merging of two technical replicate wells except 3 tumor samples (*) with insufficient starting gDNA; specifically, these samples were amplified with gDNA input lower than 10 ng (range: 4.3-8.5 ng). 
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